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Nanostructure based biosensor for in vitro diagnostics
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Abstract
In this presentation, | would like to present studies related to nanostructure based biosensors for use as in vitro diagnostic
medical devices. In particular, | would like to present research related to nanostructures that have been conducted so far, as well
as research related to the development of surface-enhanced Raman scattering substrates using nanostructures that have recently
been conducted. Various surface modification techniques have been used to determine cancer aggressiveness, diagnose multiple
qualities through liquid biopsy, and determine normal/aging exosomes. In addition to the field of developing in vitro diagnostic
medical devices that include surface modification technology, | would like to present cases of developing fully automated in

vitro diagnostic medical devices.
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